. Net metabolic fluxes around the glyceraldehyde-3-P node of wild-type Pseudomonas putida grown on glucose and fructose. The value of each metabolic flux in this subnetwork was normalized to the specific carbon source uptake rate (arbitrarily set to 100, actual qS values are also given in the sketch), for wild-type P. putida growing on either glucose (A) or fructose (B), and only the fluxes connecting glyceraldehyde-3-P to pyruvate are shown in this sketch. Note that the reactions connecting these metabolites with the rest of the metabolic network are indicated by means of wide shaded arrows. The reaction catalyzed by glyceraldehyde-3-P dehydrogenase is shown in red along the four isozymes responsible for this transformation in strain KT2440. CDW, cell dry weight.
